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https://academic.oup.com/mbe/article/doi/10.1093/molbev/msaa157/5864032
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Datamonkey
Variant AAs PROVEAN®" SIFT
a B LRT P-value®

ABBY 0 51.106 2.784 0.095 -0.828 0.030
L354F 0 39.222 3.092 0.079 -0.784 0.080
P1412L 0 48 624 3.223 0.073 -6.535 0.110
R1493Q 0 62.871 3.335 0.068 -2.993 0.000
P1501L 0 48.624 3.223 0.073 -6.012 0.000
Q1582E 0 59.434 2.810 0.094 -1.738 0.000

a: Synonymous substitution rate at a site.

B: Non-synonymous substitution rate at a site.

LRT: Likelihood ratio test for B=a, versus B#a.

a: Positive selection sites (bolded) with P-value < 0.1.
b: Deleterious variants (bolded) with score < -2.5.

c: Intolerant variants (bolded) with probability < 0.05.
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