Jooooddon

OOOwriter OO0 OOOO

0000 O O https://www.iikx.com/news/progress/1273.html

Jdoooobotdbouobooboobouonoobouobouoboood

O0O0-0000000000Anintercross population study reveals genes associated with body size
and plumagecolorinducksd OO0 OO0 D000 O0O0O0O0OOOOOOOOOOOOOODOOOO
00000000000 DOO0DOO0DOOooOoog

1/5



O0O000000rROOOODODOO0OODr. Yuliang

gooseobobooodooooobobbooooooobobobboooooooobooon
gobbobbbugooobobbobbodoogobbobbuoooouoboboobobboogg
gobooboodd

2/5



O0000b00o0booooboOooobdDr. Yuliang

gobobobobbogoooobbobbbdooooobbb4bbbotl200onboon
o0 (@mubooooooo)pnobooooooooooboobobobobooboo
gobobobobbbooooooobobobobbolzenodd

gobobobobboooooobobbbodoooobboobboooooobbobobbuoa
gobbobobobuogoogobboooouooMIiTrFbboboogoooboobbooooon
gobobooboicGrePiID 00000 ObObObO00ooon

3/5



o2
2 oa
¥Fa
o
o bl
= M|
¥
o
20
B §5
% o
H 5
o
o 30| |20 500) 1000 200 000
3';'20- |2a 8 Body wesght igh
" | - 2 oo =
e e o o b el
T sl L lisf ey
B 3| k]
2 2| :?¢§
- | 10
P TP SN ol i v Sl ol
Chast width
n_"._h]i T
Fnl f.'f'g
o 0
n ¥ =
o M I}E
-
£ w0 ; "
o 0
1 2 3 4 & BT ED T AIENBHIDR
TR Ty

O0000bO0ob0obOobOobobooobogndzhoud

00 O O Comparative population genomics offers an opportunity to discover the signatures of artificial
selection during animal domestication, however, their function cannot be directly revealed. We discover the
selection signatures using genome-wide comparisons among 40 mallards, 36 indigenous-breed ducks, and 30
Pekin ducks. Then, the phenotypes are fine-mapped based on resequencing of 1026 ducks from an F2
segregating population generated by wild[] x [0 domestic crosses. Interestingly, the two key economic traits
of Pekin duck are associated with two selective sweeps with fixed mutations. A novel intronic insertion most
possibly leads to a splicing change in MITF accounted for white duck down feathers. And a putative long-
distance regulatory mutation causes continuous expression of the IGF2BP1 gene after birth which increases
body size by 15% and feed efficiency by 6%. This study provides new insights into genotype— phenotype
associations in animal research and constitutes a promising resource on economically important genes in
fowl(ODODOODOO)
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