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=¥ NGG(Walson)

Design Rules: (Crick) GGN #——
Several sgRNAS designed * Construction of paired sgRNA plasmids

Range: 12-148 bp
Preferred PAM orientation: WIC O

3n+2 bp for frame-shift mutations
3n bp for in-frame deletions

-

EIEE e

* Transfeetion of target cells with paired Cas9-sgRNAs
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* Genome extraction at 2-3 days post-transfection
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Genome editing applications:
Redesign paired sgRMNAs 'r PCR of targeted genome sites {Add GWB43682X if needed)
' ¥ <& Gene knockout
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