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Design Rules: (Crick) GGN 4———
Several sgRNAs designed * Construction of paired sgRNA plasmids

Range: 12-148 bp
Preferred PAM orientation: WIC O

3n+2 bp for frame-shift mutations
3n bp for in-frame deletions
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* Transfeetion of target cells with paired Cas9-sgRNAs
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* Genome extraction at 2-3 days post-transfection
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Genome editing applications:
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y T, < Gene knockout
Farward R
F'_:'::'W — <300bp — ;;::f < In-frame disruption
< Precise deletion in
“ DMNA gel electrophoresis non-coding editing
EV  gRMNA pairs A
Clear twa bands? C ¥ B Clear two bands? |

L No_ = Likely unedited YES :
T Editac with polential precise delelion = -ss--==- H
O70000Ca9-sgRNAD D 000000 OoOoOoDOoooooooooon

O0000D0OCas9-sgRNAO OO OODNACDOODDOODOOMDCIOODODODOOO@uoooooO)
0 053BP10 O O O O O (oligomerization domainO0 OD)O TudorD O O O O O OO0 00O O OOO
0000000000000 000000000000000D0D000000 Cas9-sgRNAL

000000000000 0PAMODOODODOODOCaY-sgRNAO DD ODOODOOODODOO

O0o0O0Dooooooad

00 000D0D 0100190 O Genome Biologyll U [0 O O O O O Harnessing accurate non-homologous
end joining for efficient precise deletion in CRISPR/Cas9-mediated genome editingll O O O O O 0O 0O O
00000000 DOO00bOoO0oo0DOO0o0ooooobOo0oboDooooboDo0ooooooooooa
000000000000 DO00DO000DO00DOO00DObOO0OO0DbOO0o0DOoOOoOoDbOOoOooDoDOa
00000000 bOO00o0oOooDOo0ooooooboooooa

OO0 0000 000 https:.//www.iikx.com/news/progress/

D000 0O00D00O00000000000000iikx.com[d [

717


https://www.iikx.com
http://www.tcpdf.org

