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CRPS1 (28%): CMS1
MSI (91%) and hyparmutation (88%:)
BRAF, PIKICA and immune gene mutation
Irmrmwine infiltration and actvation

(28%): CMS2 and Ch34
CMS4 samples with longest survival
Amplification chr20g11
Longest OS5 and RFS

CRPS3 (21%) CMS2
Lowest immuneg activation
TP53 mutation
Longest 08 and RFS

CRPS4 (12%): CMS54
Stromal, TGF and WNT activation
Hypoxia and complement activation

Shortest OS5 and RFS

CRPSS (11%): CMS3
CMY low, KRAS and FEXWY mutation
WHNT signalling reprassian
Metabolism increased
Shortast RFS

MS1: M| Immune {15%)
BRAF mutaticn
Irmmmurse infiltration and activation

CME2: canonical (27%)
CMV high
WHNT and MYC activation

CAMS3 matabolic |:"|4'EI-'E|]
Mixad MSI status and TNV low

KRAS mutation
Matabolic deregulation

CrS4: mesenchymal (26%)

CNV high
Stromal infiltration, TGF[ activation
and angiogenesis

Uniclafined (18%)

10 1.0
0.8 \\\ 0.8 \h\_\
g i Log-rank P =0.004 & 0.4 Log-rank P = 0.016
041 CMS4 samples in CRPS2 === CRPS4 T 04]cmsd samples in CHPS2 = CHPS4
0.2 HR (35% Cl) P HR,B5%Ch Py 0.2 HR (85% CI) P HRA, 5% CH Py
o CRPS2 v 4 0.48(0.29-0.60) 0,005 061 (0.36-1.02) 0.061 CRPS2 vs 4 (.54 {0.32-0.80) 0.017 0061 ¢0.36-1.02) 0.058
o 10 20 30 a0 50 =] 0 10 20 ao 40 50 G0
Mumbser at fsk Manths Murnbser at fsk Months
CRPS2 105 100 5 =] &5 a2 75 CRPS2 96 Bo ] 72 65 61 54
CRPS4 125 17 107 97 87 81 71 CRPS4 105 a3 7 &R &1 G4 47

BASI (B0%:) and hypermutation (56%)

gogobbobbbodogoobbobobbooooooeMsuggoonooooooga

gopocrRPSUOOOODDOODOUOOOUOUOODDLODOUOOODOUOULDDObDO
guoubobbodoooobobobogogoobobbuoooooboobAdoooooon
gobbobbbogoooobobbbodgoooboboobboooooouboboobobouga
guooobboooggod

goog

gooooo® gg®
guooubobbtbbogooobouoooouobbbogooooobn
guoouobbouoooobobobogoooobbbbooooobbboooooobobn
gobbobbbooggglodooboobbooououoonooobboooooonobooon

guoouobbouoooobobobogoooobbbbooooobbboooooobobn
goooooo

2/5



guooubobbgoooobbobogogoobbbbooooobbbboooooboobn
gobbobbbugoogbobobbbodgooobbobbuoooooouboobobougg
guooubobbgoooobbobogogoobbbbooooobbbboooooboobn
goboboobbuoogogoobobbooogg

O00000OO0UCANO OO O Uppsala University[D [0 Ume? University[d Stockholm

universityd Kungliga Tekniska H?gskolan (KTH) O D O 0 0 020100 D 0D 00000020230 O O
00000274760 00 0000000000000 00DO0O0O0O00O0O0O0DO0O00O0O0O20%0
O000oooon»ooooDoooosodooodooooooooooooooon
O0ooooooo

gobbobbbugoogbobobbbodgooobbobbuoooooouboobobougg
gopobobobbooooooobobbbooog

guooubobbgoooobbobogogoobbbbooooobbbboooooboobn
gobbobbbugoogbobobbbodgooobbobbuoooooouboobobougg
goooe-9swbboodgoooobobboodooooobobobbooooooobooo
gobbobbbugoogobobboooooon

gobbobbbugoogobobbbodgoooboboos buoggr gubooobodoga
gobobobobboooooobbobbbodoodoobbobobboooooobbobbbuoo

guooubobbgoooobbobogogoobbbbooooobbbboooooboobn
gobboobbuggogobboobbuooogobobooobbooooooooooo

gobbobbbugoogbobobbbodgooobbobbuoooooouboobobougg
gobobobobboooooobbobbbodoodoobbobobboooooobbobbbuoo
gobbobbbugoogbobobbbodgooobbobbuoooooouboobobougg
oo

guooouobogogogu

gobobobobooglooogobbbbbooooooobobbbooooooobob
gobobobobbougoogobboobbouga

gobbobbbugoogbobobbbodgooobbobbuoooooouboobobougg
gobobobobboooooobbobbbodoodoobbobobboooooobbobbbuoo
U

gobboobboodgdDbNAUObDooooogogoooooooobooooooooooo
OOOOORNAUOOODOODOOOOOOooobOboboooooooobbobbooo
ObboobooOuURNAODDODODDOOOOoOooooooobooooooooboooboogd
HEN

guooubobbgoooobbobogogoobbbbooooobbbboooooboobn
gobbobooogogobobo

3/5



guoubobbtbodooouoobobttddduDbDNAODRNAD DO OOOoboooboogaoa
gobbobbbugoogbobobbbodgooobbobbuoooooouboobobougg
guoooobn

guooubobbgoooobbobogogoobbbbooooobbbboooooboobn
goboboooboodgdg

goboooboododgd

gobbobbbuoggggobbobbbougocerpssdgnobboooooooboon
gobooboogd

guooubobbgoooobbobogogoobbbbooooobbbboooooboobn
gobbobbbugoogobobbbodooogoonbobbuoooooon

OO00000000000O0DO0D00DooDo0oooooooooMsSIOoDoooooood
CINOOOUOooOoooooobooboobtooooobouooooooboz20500000
0 OO CMSO O O Consensus Molecular SubtypesDO O D O O 00000000 OOOOCMS1-40
gododoooooooodotdotdooooooooododoooooooooao

gbodododoooooootdododooooosoooooooouododod
Colorectal Cancer Prognostic Subtypes, CRPSO O O O O CMSO OO0 00 0OoOoOoOoOOoOOoOOoOO0OoOn
CRPSUDODOOUOOOUOODOUOOOOoCMSOUooCMM4O O oo oooooooood
OO00000BOTGF-0O0ODOODOODOODODODODODOOODOODOODOOCRPSOO
doooooeM400ooooooooooobDOoCrRPR2O00O0CRPS200OOOOOMOMO
OO00000002qli000000000D00DO0DO000000000000O0DO0ODOO0
gododoooooooodotdotdooooooooododoooooooooao
000

gobbobobbugoAdobobbbodgogooboobbooooouoboooboogg
gobobobobboooooobbobbbodoodoobbobobboooooobbobbbuoo
ERERN

gobbobbbugoogobobbodgoooboboobboooAdoonoooooogg
oooooo/oooobooboboboboobobooboobobooobooboooobOon
gobooooooAdooooon

gobbobbbugoogbobobbbodgooobbobbuoooooouboobobougg
gooboooboboooogo

gudobAbbdogoobobobogogoobobbuooooobbboooooobobn
gobobobbudgoAdobobobboogooooooooog* oo bboooboodgd
guoooobbuooooooobobogd

4/5



guoobbbtubogoobobobuooooobobbooooooon

guooouobogooobd

OO0 0000 000 https:.//www.iikx.com/news/progress/

D000 oO0o0ODOoO0O0O0000000ooOddiikx.comd

5/5


https://www.iikx.com
http://www.tcpdf.org

