Z=z2F 50
V) iikx.com

Jooogtdoooodooodgdd

O0OwiterDO0OQODOOOO

0000 O O https://www.iikx.com/news/progress/29520.html

Jdoooobotdbouobooboobouonoobouobouoboood

guduobbbogoooooobouod

o200 0000 dddoo0booobDdd0oooooobO00dOoOonnORichard
EbrightD DO OO0 OO0OO0OOOODO Thomas

Santangelo 0 0 0 0O 0O O O O NatureD O O O O O O Structural basis of archaeal FttA-dependent
transcription

termination

000000000000 00RRADO0OD00O0O0DO000000D0O000000RtAOO O
OOORNADOOOOOOOOOOOO

UUOUORNADDOOOOOUOOODUODORNAODDNAL D DD ODOOoooooooooao

gobbobobbuoddudrNADODOOOOoooooboboboooooooobobooboboogoa

guoouobbouoooobobobogoooobbbbooooobbboooooobobn
gobbobbbogoooobobbbodgoooboboobboooooouboboobobouga
goog

000000 0OFRAODOOCPSFIO A D DD OO O0O0OUOODOINTSII O OOOOoDDbDOO
gobbobbboogodgcepsFE bbb obbodoudt Al
goobobobbooogos-3aobobbbbddouuobobbbbuoouounnspetsh
UO0ODRADDDDODUOO0O0O0O0ORRAODODOODDODORNAODODODDOOOOSSptsU OO0
guooobogoaoo

guodoobbRrNAUOOOOOOoOboooooobbogoooooobboooao
gobbobbbuoooooobbbobbibooodobobobboooooobbnirReAD
gobobobobobooooooobobbbbtboooouobobbb220-250000000000
UO00DD0D0D0D0ORADOORNAD DD OUOOUOOORNADOOOORNAD DO OOOOOODO
FIAD D OO OQOOOSptbsORAD DD 0000 UOTECO OO D DODDODDOOOOONOOOQon
ORNAODOOOCOUODDOUOUORAODOUOOSpt U DO ORAD DO OOOOODRADDDODOO
000000 0OFtAproxO FttAdistD 0 O 0O 0 O O FttAprox D O O 0 O 0O O O ORNAO O O O Fit
AdistD 00000000 OmRNAODODOODODODODOOOuOOOOOobOOobobobooDo
FRIADOUOUOUOOODUODOORNAUOUOUDRAOD OO DDDODUOOOOOUmRNAL D OO OO
gobobobobooggs-3a00mRNAOOOOmMmRNAOOS30 OO OOOTECODUOUOOOO
guoooobn

1/5



x5y S 8ol
J iikx.com

guooubobbgoooobbobogogoobbbbooooobbbboooooboobn
O0000O0O0O0O0OROOUOORNAODOORNADSS3DOODODOOTECODDODODODOO
goboooboboooooooobbobbtiddUd U DtAD D RNAD OO OO DSS30 00O
000000000 00OINTS1IIO CPSF/30 O RNAD O O INTS110 CPSF730 XRN2 [ RNAS
3o bbbbbd0o0UDb bbb 0 UUUOUORNADODUOUOUOURN
ADOUOUORNADDDODOOOOOOOoOoDObOoOLbOoogTeCcObbuogoooobooooougg
guooubobbgoooobbobogogoobbbbooooobbbboooooboobn
ERERN

gobbobobbudodubibrrAD DD DODUOOO00O00DOODDOO000Spts 00O O Fet
AORNAUOODODOOOOOOOoDbDObOOOO0ooooobbbbbuoooooooboo
gobbobbbugogobobobbodoo-ggoboboobbuooooobooobood

gobobobobbooooooobbbbbdoguz20 0 Dbobboogr ooooboob
goooo

0o

d

archaeal FttA - KH1 - KM —— BCASP - MpLD -

eukaryotic CPSFT3 MiLa BCASP “Milh ———  CTD -
eukaryotic INTS11 fCASP = MpLb- cTD =

bacterial NusG

archaeal Spt5
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Rho performs processive 5°->3' translocation on RNA,

Rho binds to RMA and NusG

pre-termination complax applying mechanical force to TEC

—_—

[

FitA binds to RNA and Spt5; FttA performs processive 5'->3' exonucleolytic digestion,
FitA performs endonucleolytic cleavage with concomitant 5°->3" translocation on RNA,
and limited 5'->3' exonucleclytic cleavage applying mechanical force to TEC

C

INT or CPSF performs
processive 5'->3' exonucleolytic cleavage,
with concomitant 5°->3" translocation on RNA,
applying mechanical force to TEC

INT or CPSF binds to RNA and Spt5;
INT or CPSF performs endonucleolytic cleavage
and limited 5°->3' exonucleolytic cleavage

XR

XRN2-containing complex
performs processive 5'->3' exonucleolytic digestion,
with concomitant 5'->3" translocation on RNA,
applying mechanical force to TEC
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