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archaeal FttA - KH1 - KM —— BCASP - MpLD -

eukaryotic CPSFT3 MiLa BCASP “Milh ———  CTD -
eukaryotic INTS11 fCASP = MpLb- cTD =

bacterial NusG

archaeal Spt5
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Rho binds to RNA and NusG Rho performs processive 5°->3' translocation on RNA,
pre-termination complax applying mechanical force to TEC

FitA binds to RNA and Spt5; FttA performs processive 5'->3' exonucleolytic digestion,
FitA performs endonucleolytic cleavage with concomitant 5°->3" translocation on RNA,
and limited 5'->3' exonucleclytic cleavage applying mechanical force to TEC
=L e [ I arrrl vatior
C

INT or CPSF performs
processive 5'->3' exonucleolytic cleavage,
with concomitant 5°->3" translocation on RNA,
applying mechanical force to TEC
b rmil natio

INT or CPSF binds to RNA and Spt5;
INT or CPSF performs endonucleolytic cleavage
and limited 5°->3' exonucleolytic cleavage

XR

XRN2-containing complex
performs processive 5'->3' exonucleolytic digestion,
with concomitant 5'->3" translocation on RNA,
applying mechanical force to TEC
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