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a, Data Preprocessing Module

b, Molecular Spatial Dynamics

Data input Spatial domain : Spatially tendency

.,
[
I
I
I
I
I
I
I
[
I

a4

Barcode-based 1) Unsupervised 2) Supervised (with gene set)
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A puckage for Spatial Omics Analysis in Python

Affinity

Strength

000000 O https://doi.org/10.1186/s13059-025-03550-5

guoooobgooooobggaga

OO0 0000 000 https:.//www.iikx.com/news/progress/

D000 0o0o0D0ObOo0b00000000ooOddiikx.comd O

2/2


https://www.iikx.com
http://www.tcpdf.org

