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Initial library TR TF2 HOXB13-homodimer RoseTTAFold2NA AlphaFold3
His-tagged TF1: .
B . o 376 extended DBDs
SBP-tagged TF2:
158 extended DBDs
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Sequencing — analysis __. 1131 Composite motifs
2198 Cooperative TF pairs Embryo-1 Embryo-2 Embryo-1 Embryo-2
E11.5 mice E11.5 mice
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