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A B RPKM value of RNA-Seq Relative expres

of candidate genes
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Name Gene ID ___RPKM __ Stagel _ Stagel Stage 3 Staged GO annotation
cns % B BNB_ B NB___ B NB B NB

PSCHS 12 Unigeneds4s Chalcone synthase 2

Chaleone TSCHSIE  Unigenel 0005 Chalcone synthase 3
PsCHSI  Unigene30s Chalcone synthase 1
CHI Pl Unigene27069 U\nlcvnv synthase 1
PsCHI Unigene25893
GULETS PsF3H Unigene63
Pl PEYH Unigene6dls
ne PSDFR Unigene 7368
Kaemplerol «— «— 4— Dibydrokaempferol DHK PSANS. Unigene29403
PIGT Unigene31438 idin 3-O-glucosyltransferase 1
l (& PSGT-2 Unigene30914 Anthecyanidin 3-O-glucosyliransferase 2
FLS PsSGT Unigene20162 Anthocyanin 5-O-glucosyltransferase
Quereetin ¢+ Dihiydroquercetin DHQ PSFLS Unigenc4036 Flavonol synthase/Mlavanone 3-hydroxylase
PSMATE  Unigene30136 xtrusion protein 1
l DFR PsGST Unigenel 6192 e S-transferase zeta elass

PsABC-B  Unigenel$195
PSABCC  Unigenel 4834
l ANE PSABC-G  Unigenel5661
T, PSABC-G  Unigene23563

Cyamidin = PSABC-G2  Unigencl 0736
PSMYB-1 Unigenc27687
PSMYB-2  Unigene23392
FSMYB-I2  Unigene21761
PsbHLHILT  Unigene26279
PsbHLHI4? Unigenel 2730
PsbHLHI10  Unigene28124
PSWD40  UnigeneB4n2

Leusocyanidin

ABC transporter D fa
ABC transporter G famil

Peo ABC transporter G famil

TT2involved in the regulation of proanthoeyanidin synthesis

Mvbd.
ion factor BHLHIIT

Cy3G5G

WD repeat-containing protein 5 homolog
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Protein description Subcellular localization

MYBI2 and WD40

Transcription factor bHLH nucleus

zinc finger protein NUTCRACKER  nucleus

WD repeat_containing protein nucleus
MYE domain transcription factor
. @O GST-PMYB12 : nuleus
Protein extra lotch 2 i
otein extract of blotcl HCnupIﬂl Antibody molybdopterin cofactor sulfurase nucleus
@ 0 Interact proteins epsin e
unnamed protein product chloreplast
Incubation with unnamed protein product chloroplast
GST-PsMYBI2 unnamed protein product chloreplast
plasma membrane ATPase 4 plasma membrane
Incubation with fatty acid hydroperoxide lyase chloraplast
Antibody coupled resin
Mitogen-activated protein kinase cytoplasm

glutathione $_transferase F13_like chloreplast
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Elute interact proteins
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Wx Mass spectrometry analysis
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