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KEGG Pathway Enrichment

Starch and sucrose metabolism

MAPK signaling pathway — yeast

Biosynthesis of amino acids

KEGG Pathway

Biosynthesis of secondary metabolites

Biosynthesis of antibiotics

Metabolic pathways | ()
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Color Key

i

2-10123

Value

Unigene7170 (Catalase)

Unigene949 (608 ribosomal protein L37)
Unigene7660 (HTP8)

Unigene850 (Delta12-fatty acid desaturase)
Unigene4425 (HTP15)

Unigene440 (CCP1)

Unigene5472 (Catalase)

Unigene4761 (Putative linoleate diol synthase)
Unigene7097 (Hypothetical protein)
Unigene337 (HTP2)

Unigene4828 (CCP1)

Unigene7271 (HTP1)

Unigene13643 (Dyp11)
Unigene13552 (Hypothetical protein)
Unigene6298 (Heme peroxidase)
Unigene3662 (HTPT)

Unigene7991 (Hypothetical protein)
Unigene6015 (Hypothetical protein)
Unigene9027 (Putative linoleate diol synthase)
Unigene8988 (Dyp7)

Unigene2545 (HTP10)

Unigene10955 (Dyp11)
Unigene11367 (HTP4)

Unigene 10200 (Catalase related protein)
Unigene11260 (HTP3)
Unigene13686 (Hypothetical protein)
Unigene 13933 (HTP3)
Unigene13636 (HTP3)

Unigene4371 (Hypothetical protein)
Unigene2846 (Cytochrome P450)
Unigene10053 (Hypothetical protein)
Unigene2620 (Dyp8)

Unigene10377 (Hypothetical protein)
Unigene6898 (MnP3)

Unigene12734 (HTP14)
Unigene11673 (GP10)
Unigene10632 (Cantharellus cibarius mitochondrion)
Unigene12339 (GP11)

Unigene12851 (HTP3)
Unigene12230 (HTP14)
Unigene11083 (MnP4)

Unigene 10269 (MnP3)
Unigene12850 (HTP7)

Banijin-1
Banjin-2
Banjin-3
Wujin-2
Wujin-3
Wujin-1
Quanijin-1
Quanjin-3
Quanijin-2
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