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TABLE 1 Performance of Loc4Lnc and the existing feature
extraction models.

Model MaP MaR MaF1 ACC
5-Mer + MLP 0.192 0.204 0459  0.459

word2vec (3-mer) + MLP 0.208 0.236 0.357 0.357
word2vec (5-mer) + MLP 0.259 0263 0.259  0.538
DNABERT (3-mer) + MLP 0.530 0.559 0477  0.483
DNABERT (3-mer) + SVM 0.398 0.532 0.372 0.409
DNABERT (5-mer) + MLP 0.504 0.588 0475  0.547
DNABERT (5-mer) + SVM 0427 0617 0459  0.546

Locd4lnc 0.569 0.647 0.581 0.636

Note: Bold values denote the best resulis.

Abbreviations: ACC, accuracy; MLP, multi-layer perceptron; SVM, support
vector machines.
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TABLE 2 Comparison of predictable subcellular locations of
Loc4Lnc and existing predictors.

# of
Model Subcellular locations classes
IncLocator Cytoplasm, nucleus, cytosol, ribosome, 5

and exosome

DeepLncLoc  Cytoplasm, nucleus, cytosol, ribosome, 5
and exosome

GraphLncLoc Cytoplasm, nucleus, ribosome, and 4
exosome

LncLocFormer Cytoplasm, nucleus, chromatin, and 4
insoluble cytoplasm

Loc4lnc Cytoplasm, nucleus, cytosol, exosome, 5
and chromatin
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TABLE 3 Performance of Loc4Lnc and existing predictors on
Tasks 1, 2, and 3.

Task Model MaP MaR MaF1 ACC
1 IncLocator 0.325 0.260 0.252 0.257
DeeplLnclLoc 0.204 0.255 0.226 0.253
Locdlnc 0.728 0.662 0.674 0.662
2 GraphLncLoc 0.590 0.406 0.386 0.414
Loc4lnc 0.683 0.650 0.652 0.650
3 LncLocFormer 0.534 0.517 0.518 0.517
Locdlnc 0.857 0.583 0.648 0.583

Note: Bold values denote the best results.
Abbreviation: ACC, accuracy.
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