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1. Complete Mitochondrial Genome of Four Peristediidae Fish Species: Genome Characterization and
Phylogenetic Analysis
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Liao, X.; Shih, Y.; Jia, C.; Gao, T. Complete Mitochondrial Genome of Four Peristediidae Fish Species:
Genome Characterization and Phylogenetic Analysis. Genes 2024, 15, 557.

2. Revision of the Most Primitive Taxa of the Family Gyrodactylidae (van Beneden et Hesse, 1864)
(Platyhelminthes, Monopisthocotyla) Based on ITS rDNA Phylogeny
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Janulewicz, J.; Pietkiewicz, M.; Zietara, M.S. Revision of the Most Primitive Taxa of the Family
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Gyrodactylidae (van Beneden et Hesse, 1864) (Platyhelminthes, Monopisthocotyla) Based on ITS rDNA
Phylogeny. Genes 2024, 15, 1236.

3. The First Three Mitochondrial Genomes for the Characterization of the Genus Egeirotrioza (Hemiptera:
Triozidae) and Phylogenetic Implications
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Aishan, Z.; Mu, Z.-L.; Li, Z.-C.; Luo, X.-Y.; Huangfu, N. The First Three Mitochondrial Genomes for the
Characterization of the Genus Egeirotrioza (Hemiptera: Triozidae) and Phylogenetic Implications. Genes
2024, 15, 842.

4. Phylo-Epigenetics in Phylogeny Analyses and Evolution
gododoooooooodododgo

https://www.mdpi.com/2073-4425/15/9/1198

Santourlidis, S. Phylo-Epigenetics in Phylogeny Analyses and Evolution. Genes 2024, 15, 1198.

5. The Complete Mitochondrial Genome of Aspidophorodon (Eoessigia) indicum (Hemiptera: Aphididae:
Aphidinae) and Insights into Its Phylogenetic Position
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Ding, J.; Zhang, X.; Jiang, L.; Qiao, G.; Chen, J. The Complete Mitochondrial Genome of Aspidophorodon
(Eoessigia) indicum (Hemiptera: Aphididae: Aphidinae) and Insights into Its Phylogenetic Position. Genes

2025, 16, 979.

6. Chloroplast Genomes of Vitis flexuosa and Vitis amurensis: Molecular Structure, Phylogenetic, and
Comparative Analyses for Wild Plant Conservation
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Kim, J.E.; Kim, K.M.; Kim, Y.S.; Chung, G.Y.; Che, S.H.; Na, C.S. Chloroplast Genomes of Vitis flexuosa
and Vitis amurensis: Molecular Structure, Phylogenetic, and Comparative Analyses for Wild Plant

Conservation. Genes 2024, 15, 761.

7. Comparative Analysis of Chloroplast Genomes for the Genus Manglietia Blume (Magnoliaceae):
Molecular Structure and Phylogenetic Evolution
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Li, T.; Zhang, S.; Deng, Y.; Li, Y. Comparative Analysis of Chloroplast Genomes for the Genus Manglietia
Blume (Magnoliaceae): Molecular Structure and Phylogenetic Evolution. Genes 2024, 15, 406.

8. Insights into Phylogeny, Taxonomy, Origins and Evolution of Crataegus and Mespilus, Based on
Comparative Chloroplast Genome Analysis
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Meng, J.; Wang, Y.; Song, H.; Dong, W.; Dong, N. Insights into Phylogeny, Taxonomy, Origins and
Evolution of Crataegus and Mespilus, Based on Comparative Chloroplast Genome Analysis. Genes 2025, 16,
204.

9. Exploring Plastomic Resources in Sempervivum (Crassulaceae): Implications for Phylogenetics
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Kan, J.; Zhang, S.; Wu, Z.; Bi, D. Exploring Plastomic Resources in Sempervivum (Crassulaceae):
Implications for Phylogenetics. Genes 2024, 15, 441.

10. The PLA Gene Family in Tomato: Identification, Phylogeny, and Functional Characterization
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Li, Z.; Yao, Z.; Ruan, M.; Wang, R.; Ye, Q.; Wan, H.; Zhou, G.; Cheng, Y.; Guo, S.; Liu, C.; etal. The PLA
Gene Family in Tomato: ldentification, Phylogeny, and Functional Characterization. Genes 2025, 16, 130.
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