Jobootddbobobootddbooogdd

O0OwiterDO0OQODOOOO

0000 O O https://www.iikx.com/news/progress/40246.html

Jdoooobotdbouobooboobouonoobouobouoboood

guooobbogoooooobuoooaoo

O0o00oooooogogs /3 -UTROmRNAOODOOODODOOOOOODDOOoOooOooooDo
gobbobbbogoooobobbbodgoooboboobboooooouboboobobouga
guoooon

000000000 00DOD0O0OD Science
BulletinDODOODOOOOODOODOOOODOODODODODODODOODODOOO

EENEEEN

I. Plant AP site repair mechanism
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Il. gMDE-based non-coding segence editing cases

A. DsD18 promoter editing B. OsGLWT UTRs editing
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