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To inquire if a multiplex
proteomic analysis of
programmatically
generated complex ratios
can

for severe

COVID-19 cases.

APACHEII, SAPS II and
SOFA - none were statistically
significant in all 3 groups.
Group 1: all markers elevated in
discharged;

Group 2: SAPS IT and SOFA

elevated in deceased;

Group 3: APACHE II and SAPS

II elevated in deceased.
VIS Bl N = RIVIAY IV
SUWUIVIFPLEARANIWDS

Group 1 - 6 cytokines: (IL-1p +
IL-12p70 + MIP-1a) / (IL-13 + IL-
5+1L-21)

Group 2 -5 cytokines: (GM-
CSF +IL-17A) / (IL-10 + IL-4 +
IL-7)

Group 3 - 6 cytokines: :
(Fractalkine + IL-12p70 + IL-8) /
(IL-10 + IL-13 + IL-7)

* 125 serum samples (73
discharged, 52 deceased)

* Group 1 (=48 hours), Group
2 (>48 hours to =7 days), and
Group 3 (>7 days to <14

days)

Univariate analysis per group and
statistically significant at p <0.05
orp <0.01:
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111
111

Group 1: IL-6 and IL-8

Group 2: Fractalkine, IL-2, IL-7,
IL-8, IL-10, IL-23, MIP-1«x

Group 3: IFN-y

MAIN METRIC RESULTS 6

Early Mortality Prediction
AUC(1.000), Sensitivity (0.900),
Specificity (0.900);

Intermediate Mnrtalit}-' Prediction
AUC (0.918), Sensitivity (0.826),
Specificity (0.775);

Late Mortality Prediction
AUC(0.930), Sensitivity (1.000),
Specificity (0.826).
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Marcantonio, E.; Woron, A.M.; Whelen, A.C.; Prisic, S. Proteomic Analysis of Sputum from Patients with
Active Tuberculosis. Proteomes 2025, 13, 43.
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