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Q© Bacteriodetes (29.8%)

@ Module | (27.4%) @ Module 11 (25.4%)

@ Module I1I (22.5%) © Module IV (14.7%)

@ Firmicutes (9.6%)

@ Module v (9.8%) @ Actinabacteria (1.0%)

@ Alphaproteobacteria (18.7%)
© Betaproteobacteria (18.7%) @ Gammaproteobacteria (18.2%)
@ Verrucomicrobia (4.0%)

O Fluorescence components
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