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] Target sequence

Phenotype
WT

DMD (Q4935TOP)

WT

GCTTCAGGAAGACCTAGAGL 0
CTTIAGGAAGACCTAGAGL & (
TGGCCA AGGCAGL GG

Albinsim [Q285TOP;

Wt

GTGECTAGCTCTCAGGLAG (!
|G TG GCGGATCCATCTCCTC G

HGPS [GE08G)

TEGGTGGATCCATCTCETCTG D

WT

GAGCAATCTCCAGCAGTCCT G0

Immunodeficie [QE1STOP

1 WT
Immunodeficiency [Q45TOP;

Wt
Immunodeficiency (Q1555TOP|

WT

| PERV-inactivated (Q1485TOP|
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GEAGTAATCTCCAGCAGTCCTC
GTCACTACAGATGATAACAGT 1G5
IGTCACTATAGATGATAACAGT (560
GTCCAGCTCCAGGACCCACT Gr
TCIAGCTCCAGGACCCACTCL
TTCAAAGATTAATCCAACAGGC

GTTTAAAGATTAATCCAACAGCC
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