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High-affinity state Low-affinity state

Steric clashes
with the membrane

FecyRIIB-2321 FcyRIIB-232T

A single-nucleotide 1232T polymorphic change in FoyRIIB's
transmembrane domain bends FeyRIIB's ectodomains toward
cell membrane to allosterically hinder FeyRIIB's ligand association.
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