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Locus
Time (h) 18 18 36 tag

DOYS3 01340
DOYS3 01343
DOYS3 01350
DOY®3 01355
DOYS3 01360
DOYS3 01365
DOYS3 01375
DOYS3 01390
DOYS3 01395
DOYS3 01405
DOY$3 01410
DOY83 01413
DOYS3 01425
DOYS3 01430
DOYS3 01435
DOYS3 01450
DOYE3 08990

Putative protein

Class | SAM-dependent methyltransferase
Sulfur dioxygenase A (SdoA)
DUF3422 family protein

Alginate export fanuily protein
Hypothetical protein
Thiosulfohydrolase (SoxB)

ABC transporter substrate-bmding protein
Hypothetical protein

Thiosulfate dehvdrogenase (TsdA)
S-nueleotidase/ 3 -nucleotidase
Two-component sensor histidine kinase
DNA-binding response regulator

DsbaA family protein

Thiol:disulfide interchange protein
Bifunctional metallophosphatase/ 3'-nucleotidase
DsbA family protein

Sulfur dioxygenase B (SdoB)
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(RD) tetrathionate H,0
SoxAX
SoxYZz-Sg (R2)} soxB
SO 2 f/ H++SO 2=
! RS, R-S-S-S ' 4
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RS Sg sulfur globule
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