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GO Enrichment Analyses and Comparison
i y <

[Conserved and nonconserved target genes of AP3 and AqAP3-3 and their functions ]
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(a) AP3 targets (d) m Conserved targets = AgAP3-3 specific targets ® AP3 specific targets
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Flower development_
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Meristem development_
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Cell differentiation |
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