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Cutoff point of VEGF by using maximally selected log-
rank stal:istit:|

We first analyzed the relationship between OS and VEGF as
a continuous variable and found VEGF to be associated with
OS (P = 0.002 for all 176 patients; P = 0.019 for patients treated
with 3 mg/kg P = 0.046 for patients treated with 10 mg,ﬂ'kg}.
To determine the clinical consequence of baseline serum con-
centrations of VEGF, we divided patients into two categories
relative to the VEGF value, according to the cutoff determined
by maximally selected log-rank statistics. The cutoff for baseline
VEGF value was 39 pg/mL for the 98 patients with melanoma
treated with the 3-mg/kg dose of ipilimumab and 43 pg/mL for
the 78 patients treated with the 10-mg/kg dose of ipilimumab.
When both groups were combined, the cutoff baseline value
for all 176 patients was 43 pg/mL (Fig 2). Therefore, VEGF™
patients were defined as baseline VEGF > 43 pg/mL, whereas
VEGF®" patients had VEGF value < 43 pg/mL.
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12 library("maxstat")

13 Tibrary("survival™)

14 data("pLBCL", package="maxstat")

15 mtHL =- maxstat.test{surv(time, cens) -~ MGE, data=DLBCL,

16 smethod="LogRank", pmethod="HL")
17 plot{mtHL}

18 mtHL

19

20 DLBCLigroup=-ifelse{DLBCLIMGE==0.1860526,1,0)

21 swurcur = survdiff(surv{time, cens) - group, data=DLBCL)
22 abc=survfit{surv{time, cens) -~ group, data=DLBCL)

23 plot{abc, col = c("black™,"red"})

24

Te22 Top Level} =

Console -~/

> MCHL
Maximally selected LogrRank statistics using HL

data: surv(time, cens) by MGE
M = 3.171, p-value = 0.02218
sample estimates:
estimated cutpoint .
0.1860526 - R A E e
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